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A. Continuous variables: 
➢ Metabolomics
➢ Proteomics
➢ Transcriptomics arrays
➢ Experimental data



Different experimental designs

Class comparison



Different experimental designs

Correlation



Different experimental designs

Survival
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B. Discrete variables: 
➢ RNA-Seq
➢ Experimental data



RNA-Seq Data Analysis Pipeline



Fastq format



BAM/SAM format
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General context
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Any question?


